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i^anDont Arraeeinn Kin A I99AQAR for Riorhomiral anri opnptir r_hf*rflPtpri7;ition of thp 
oenoanK MCCeSSlOn IMU. MJt£*fS7**0 lOl DIUvMciilludl dMU yciicui* UiaialACii£aiiuii vi li ic 

momhrano-occnrisitoH mslatp rip hurl ronpna<;p farrpntort from norvnebacterium alutarnicurn 
rnCiilUi al ltr-dooULldlcU lildidlv vJCl lyuiuyui laac ^aiAscpiui / iiuiii v/uiyncuauiciiuin yiuiann^um, 

Molenaar, D. et ai. 08/11/98 








C163 


GenBank Accession No. AJ238250 for Functions of the membrane-associated and 
rufnnhemir' malata HphurirnnpnacpQ in thp ritrir* arid rvelp of Corvne bacterium alutamicum 

CVlUpidbllllU lllalcl It? UCl lyuiuy cl Idaco III UIC wlllll* ciuiu l*jl*ic \ji uuiyiicuawcnuin vjiuiai iiivui 11, 

Molenaar, D. etal, 12/03/00 










r^anPanl Arraccinn Kin A \*?*\fl7C)*\ for Rior*hi>miral and hionhvQtcal rharartpriyation of thp cpII 

wall porin of Corynebacterium glutamicum: the channel is formed by a low molecular mass 

nsilunantirio 1 ir*htinnor T al nS/07/QQ 
pUlj(/wpUUc, l-IUI lllliycl , 1 . CI al, \J*jl\Jt r99 








C165 


GenBank Accession No. AL021841, Cole, S.T. et al, "Deciphering the biology of 
Mvonbarfprium tubprrulosis from the romDletp apnome seauence " NaturB Vol 

l¥ljf wvUOvlvl IUI 1 1 lUUdvUIU3l9 II Will II Iw VrfWIIipiCIC I^CIIUIIIC 9C^UCI H»w, r luiUi Wj vv/i. 

393(6685):537-544 (1 998), 09/02/02 








C166 


GenBank Accession No. AL022075 for Deciphering the biology of Mycobacterium tuberculosis 
from the complete genome sequence, Cole, S.T. et al, 09/02/02 








C167 


GenBank Accession No. AL022268 for A set of ordered cosmids and a detailed genetic and 
physical map for the 8 Mb Streptomyces coelicolor A3 (2) chromosome, Redenbach, M. et al, 
05/12/02 








C168 


GenBank Accession No. AL023591 for Use of an ordered cosmid library to deduce the 
genomic organization of Mycobacterium leprae, Eiglmeier, K. et al, 04/16/05 








C169 


GenBank Accession No. AL035159 for Use of an ordered cosmid library to deduce the 
genomic organization of Mycobacterium leprae, Eiglmeier, K. et al, 04/16/05 








C170 


GenBank Accession No. AL081678 for Arabidopsis thaliana, Salanoubat, M. et al, 06/28/99 








C171 


GenBank Accession No. AL096814 for Homo sapiens, Sehra, H., 05/18/05 








C172 


GenBank Accession No. AL101527 for Drosophila melanogaster, Genoscope, 07/26/99 








C173 


GenBank Accession No. AP000004 for Complete sequence and gene organization of the 
genome of a hyper-thermophilic archaebacterium, Pyrococcus horikoshii OT3, Kawarabayasi, 
Y. et al, 05/27/04 








C174 


GenBank Accession No. AP000140 for Homo sapiens 91 1 ,949bp genomic DNA of 21q21 .2 
(Reqion: LL56-APP Clone Range: B2291C14-R44F3), Hattori, M. et al. 01/08/00 








C175 


GenBank Accession No. AP000228 for Homo sapiens 75,698bp genomic DNA of 21q21.2, 
Hattori, M. et al, 11/20/99 






C176 


GenBank Accession No. AQ1 28685 for Sequence-tagged connectors: A sequence approach 
to mapping and scanning the human genome, Mahairas, G.G. et al, 09/23/98 
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GenBank Accession No. AQ364540 for A BAC End Sequencing Framework to Sequence the 
Rice Genome, Wing, RA et al, 12/16/99 



C178 



GenBank Accession No. AQ463737 for Sequence-tagged connectors: A sequence approach 
to mapping and scanning the human genome, Mahairas, G.G. et al, 04/23/99 



C179 



GenBank Accession No. B10133 for BAC End Sequences at ATGC, Feng, J. et al, 05/14/97 



C180 



GenBank Accession No. C97772 for Rice cDNA from callus, Sasaki, T. et al, 04/04/02 



C181 



GenBank Accession No. D17429 for Isolation and characterization of IS31831, a transposable 
element from Corynebacterium glutamicum, Vertes, A A et al, 02/04/99 



C182 



GenBank Accession No. D84102 for Molecular cloning of the Corynebacterium glutamicum 
('Brevi bacterium lactofermenturrV AJ12036) odhA gene encoding a novel type of 2- 
oxoglutarate dehydrogenase, Usuda, Y. et al, 02/06/99 



C183 



GenBank Accession No. D84432 for Systematic sequencing of the 283 kb 210 degrees-232 
degrees region of the Bacillus subtilts genome containing the skin element and many 
sporulation genes, Mizuno, M. et al, 02/06/99 



C184 



GenBank Accession No. D8791 5 for Molecular cloning and characterization of the obg gene of 
Streptomyces griseus in relation to the onset of morphological differentiation, Okamoto, S. et 
al, 02/07/99 



C185 



GenBank Accession No. E01358 for Production of L-Thereonine and L-lsoleucine, Katsumata. 
R. et al, 09/29/97 . 



C186 



GenBank Accession No. E01359 for Production of L-Thereonine and L-lsoleucine, Katsumata, 
R. et al, 09/29/97 



C187 



GenBank Accession No. E01375 for Tryptophan operon, peptide and protein coded thereby, 
utilization of Tryptophan operon gene expression and producation of Tryptophan, Matsui, K. et 
al, 09/29/97 



C188 



GenBank Accession No. E01376 for Tryptophan Operon, Peptide and Protein Coded Thereby, 
Utilization of Tryptophan Operon Gene Expression and Production of Tryptophan, Matsui, K. 
et al, 09/29/97 



C189 



GenBank Accession No. E01 377 for Tryptophan Operon, Peptide and Protein Coded Thereby, 
Utilization of Tryptophan Operon Gene Expression and Production of Tryptophan, Matsui, K. 
etal, 09/29/97 



C190 



GenBank Accession No. E03937 for DNA fragment containing gene capable of coding biotin 
synthetase and its utilization, Hatakeyama, K. et al, 09/29/97 



C191 



GenBank Accession No. E04040 for Gene Coding Diaminopelargonic Acid Aminotransferase 
and Desthiobiotin Synthetase and its Utilization, Kohama, K. et al. 09/29/97 



C192 



GenBank Accession No. E04041 for Gene coding Diaminopelargonic Acid Aminotransferase 
and Desthiobiotin Synthetase and its Utilization, Kohama, K. et al. 09/29/97 



C193 



GenBank Accession No. E04307, Kurusu, Y. et al, "Gene DNA coding aspartase and 
utilization there." 09/29/97 



C194 



GenBank Accession No. E04376 for Gene Manifestation Controlling DNA, K atsumata, R. et 
al, 09/29/97 



C195 



GenBank Accession No. E04377 for Gene Manifestation Controlling DNA, Katsumata, R. et al, 
09/29&7 



C196 



GenBank Accession No. E04484 for Production of .-Phenylalanine by Fermentation, Sotouchi, 
N. et al, 09/29/97 ; 



C197 



GenBank Accession No. E05108 for Gene DNA Coding Aspartokinase and its Use, Fugono. 
N. et al, 09/29/97 



C198 



GenBank Accession No. E05112 for Gene DNA Coding Dihydrodipicolinic Acid Synthetase 
and its Use, Hatakeyama, K. et al, 09/29/97 



C199 



GenBank Accession No. E05776 for Gene DNA Coding Diaminopimelic Acid Dehydrogenase 
and its Use, Kobayashi, M. et al, 09/29/97 



Examiner 
Signature 



W5 



Date . 
Considered 



PTO/$B/08a/b (07-05) 
Approved for use through 07/31/2006. OMB 0651-0031 
U.S. Patent and Trademark Office; U.S. DEPARTMENT OF COMMERCE 
Under the Paperwork Reduction Act of 1995, no persons are required to respond to a collection of Information unless it contains a vafid OMB control number. 



Substitute for form 1449A/B/PTO 

INFORMATION DISCLOSURE 
STATEMENT BY APPLICANT 

(Use as many sheets as necessary) 


Complete if Known . 


Application Number 


1 0/721 922-Conf. #5830 


Filing Date 


November 24, 2003 


First Named Inventor 


Markus POMPEJUS 


Art Unit 


1635 


Examiner Name 


Jane Zara 


Sheet 12 of 19 


Attorney Docket Number 


BGI-132CPCN 





C200 


GenBank Accession No. E05779 for Gene DNA Coding Threonine Synthase and its Use, 
Kohama. K. et al. 09/29/97 








C201 


GenBank Accession No. E061 1 0 for Production of L-Phenylalanine by Fermentation Method, 
Kikuchi, T. et a), 09/29/97 








C202 


GenBank Accession No. E06111 for Production of L-Phenylalanine by Fermentation Method, 
Kikuchi, T. et al, 09/29/97 








C203 


GenBank Accession No. E06146 for Gene Capable of Coding Acetohydroxy Acid Synthase 
and its, Inui, M. et al, 09/29/97 








C204 


GenBank Accession No. E06825 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 








C205 


GenBank Accession No. E06826 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 








C206 


GenBank Accession No. E06827 for Mutant Aspartokinase Gene, Sugimoto, M. et al, 09/29/97 








C207 


GenBank Accession No. E07701 for Gene DNA Participating in Integration of Membraneous 
Protein to Hon no N et al 09/29/97 








C208 


GenBank Accession No. E08177 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization Sato Y et al 09/29/97 








C209 


GenBank Accession No. E08178 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization, Sato, Y. et al, 09/29/97 








C210 


GenBank Accession No. E08179 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization. Sato, Y. et al, 09/29/97 








C211 


GenBank Accession No. E08180 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization Sato. Y. et at. 09/29/97 








C212 


GenBank Accession No. E08181 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization Sato Y et al. 09/29/97 
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C213 


GenBank Accession No. E08182 for Genetic DNA Capable of Coding Aspartokinase Released 
from Feedback Inhibition and its Utilization Sato Y et al 09/29/97 
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C214 


GenBank Accession No. E08232 for Gene DNA Coding Acetohydroxy Acid Isomeroreductase, 
Inuijvl. et al, 09/29/97 








C215 


GenBank Accession No. E08234 for Gene DNA Coding for Translocation Machinery of 
Protein, Asai, Y. et al, 09/29/97 








C216 


GenBank Accession No. E08643 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama, K. et al, 09/29/97 








C217 


GenBank Accession No. E08646 for DNA Fragment Having Promoter Function in Coryneform 
Bacterium, Hatakeyama, K. et al, 09/29/97 








C218 


GenBank Accession No. E08649, Kohama, K. et al. "DNA fragment having promoter function 
in coryneform bacterium." 09/29/97 








C219 


GenBank Accession No. E08900 for DNA Fragment Containig Gene Coding Dihyrodipicolinic 
Acid Reductase and Utilization Thereof, Madori, M. et al. 09/29/97 








C220 


GenBank Accession No. E08901 for DNA Fragment Containing Gene Coding Dihyrodipicolinic 
Acid Decarboxylase and Utilization Thereof, Madori, M. et al, 09/29/97 








C221 


GenBank Accession No. E12594 for Production of ^Tryptophan, Hatakeyama, K. et al, 
04/27/98 








C222 


GenBank Accession No. E12758 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 








C223 


GenBank Accession No. E12759 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 








C224 


GenBank Accession No. E12760 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al. 04/27/98 
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C225 


GenBank Accession No. E12764 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 
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C226 


GenBank Accession No. E12767 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 








C227 


GenBank Accession No. E12770 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 








C228 


GenBank Accession No. E12773 for Amplification of Gene Using Artificial Transposon, Moriya, 
M. et al, 04/27/98 








C229 


GenBank Accession No. E13655 for Glucose-6-Phosphate Dehydrogenase and DNA Capable 
of Coding the Same. Hatakeyama, K. et al, 04/27/98 








C230 


GenBank Accession No. L01508, Mockel, B. et al, "Functional and structural analyses of 
inreonine uenyuraiase Trom uoryneuocicnurn yiuiainiuurn, j. oauiwiui., vui. i r •*^*»^.ov;oi»- 
8072 (1992), 04/26/93 , 








C231 


GenBank Accession No. L07603 for The cloning and nucleotide sequence of a 
ooryneDavienurn giuiunucurn o^euAy-i^araoinonepiuiwooiiaic'f -pnuopiiau? oyiiuiaoc ycnc, 
Chen, C.C. et al. 04/26/93 








com 


f^onRnnlr Arv*PCQinn Nln I fnr l^nlpurinp Qvnthp^iQ in rtorvnphartprium alutamicum* 

molecular analysis of the HvB-ilvN-ilvC operon, Keilhauer, C. et al, 02/23/95 










npnRanlr Arrpccinn Kin I 1RR74 fnr RarilliiQ cnhtili^ QurrrKiP-Qnprifir pn?vmp II of thp 

phosphotransferase system: expression in Escherichia coli and homology to enzymes II from 

pntprir Kar+prin Pomp! A pf Al 11/94/04 








C234 


GenBank Accession No. L27123 for Molecular characterization of aceB. a gene encoding • 
malate synthase in Corynebacterium glutamicum. Lee, H.-S. et al. 06/08/95 










^onRanV Arvrpccinn Kin I 971 9fi IpHph M ^ "Structural and functional analysis of Dvruvatp 

kinase from Corynebacterium glutamicum," 4pp/. Environ. Microbiol., Vol. 60(7)2501-2507 








C236 


GenBank Accession No. L28760 for Molecular characterisation of acea, a gene encoding 
isocnraie lyase in c^ryncuduicnuin yiuidiin^unt, lcc, n.-o ci ai, kjcj ivj/uu 








C237 


GenBank Accession No. L35906, Oguiza, J.A., "Molecular cloning, DNA sequence analysis, 
and characterization of the Corynebacterium diphtheria dtxR homolog from Brevibacterium 
lactofermentum," J. BacterioL, Vol. 177(2):465-467 (1995) 03/06/96 








C238 


GenBank Accession No. L78820, Eiglmeier, K. et al, "Use of an ordered cosmid library to 
deduce the genomic organization of Mycobacterium laprae," Mol. Microbiol., Vol. 7(2): 197-206 
(1993)12/17/01 








C239 


GenBank Accession No. M13774, Follettie, M.T. et al, "Molecular cloning and nucleotide 
sequence of the Corynebacterium glutamicum pheA gene/' J. BacterioL, Vol. 167(2):695-702 
(1986), 04/26/93 








C240 


GenBank Accession No. M 161 75 for Phylogenetic analysis of the coryneform bacteria by 5S 
rRNA sequences, Park, Y.H. et al, 04/27/93 








C241 


GenBank Accession No. M16663 for Structure and function of the Up operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid producing bacterium, Sano, K. et al, 06/11/01 








C242 


GenBank Accession No. M16664 for Structure and function of the trp operon control regions of 
Brevibacterium lactofermentum, a glutamic-acid-producing bacterium, Sano, K. et al, 06/11/01 








C243 


GenBank Accession No. M25819 for Cloning and nucleotide sequence of the 
phosphoenolpyruvate carboxylase-coding gene of Corynebacterium glutamicum ATCC13032, 
O'Regan, M. et al. 12715/95 








C244 


GenBank Accession No. M85106 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes. Roller, C. et al, 04/26/93 








C245 


GenBank Accession No. M85107 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes. Roller, C. et al. 04/26/93 








C246 


GenBank Accession No. M85108 for Gram-positive bacteria with a high DNA G+C content are 
characterized by a common insertion within their 23S rRNA genes. Roller, C. et al. 04/26/93 
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C247 


GenBank Accession No. M89931 , Rossol, I. et ai, "The Corynebacterium glutamicum aecD 
gene encodes a C-S lyase with alpha, beta-elimination activity that degrades 
aminoethvlcvsteine " J Bacterid Vol 174(9V2968-2977 (1992) 02/08/02 








C248 


GenBank Accession No. S59299 for Cloning of the trp gene cluster from a tryptophan- 
hyperproducing strain of Corynebacterium glutamicum: identification of a mutation in the trp 

leader canitanrp Mprrv DM At al 04/1^/01 
icouci &oi4UCiiv»Cj nciiy, u/.ivi. ct cm, v/"tf i«j»ui 








C249 


GenBank Accession No. S76966 for Insertion sequence typing of Mycobacterium tuberculosis: 
characterization of a widespread subtype with a single copy of IS6110, Fomukong, N.G. et al, 

f|C M 4 /AC 








C250 


GenBank Accession No. U00016 for Mycobacterium leprae, Smith, D.R. et al, 03/01/94 








C251 


GenBank Accession No. U00018, Smith, D.R., Mycobacterium laprae, Smith, D.R. et al, 
Uo/ui/y4 








C252 


GenBank Accession No. U11545 for Complete nucleotide sequence of the Corynebacterium 
glutamicum a i ^loou irpu gene, u oara, Jr. et ai, u//uo/;w 








C2oo 


oenoanK Accession no. \j\Sdcc. Tor oioning ana cnaracienzauon or a uinm region encoding a 
stress-sensitive restriction system from Corynebacterium glutamicum ATCC 13032 and 
analysis ot us roie in miergenenc conjugation wun tscnencnia con, ocnaier, m. ei ai, uz/uo/yo 








U254 


oenoanK Accession ino. ui**yoo ior Moiecuiar cioning ana cnaracierizaitun or ine recn gene 
from Corynebacterium glutamicum AS019, Kerins, S.M. et al, 02/05/99 










oenoanK Accession ino. uoimi, r\ni\n, o. ei ai, ivwiciiions in un? ouiyiieuauienuin 
glutamicum proline biosynthetic pathway: a natural bypass of the proA step," J. BacterioL, Vol. 
1 78(1 5):441 2-441 9 (1996), 08/02/96 










oenoanK Accession ino. \jo i^^j, Mnisri, o. ei ai, iviuiauona hi uio vyuiyncua^iciiuni 
glutamicum proline biosynthetic pathway: a natural bypass of th proA step," J. BacterioL, Vol. 
178(15):4412-4419 (1996), 08/02/96 










HonRank Arr^coinn Nn 1 1*11 9*^0 Ankri S At al "Miitatinn^ in thp Cnrvnp bacterium 

glutamicum proline biosynthetic pathway: a natural bypass of th proA step," 1 BacterioL, Vol 
178(15):4412-4419 (1996), 08/02/96 








C258 


GenBank Accession No. U31281 for Two new members of the bio B superfamily: cloning, 
sequencing and expression of bio B genes of Methylobacillus flagellatum and 
Corynebacterium glutamicum, Serebriiskii, I.G. et al, 11/21/96 








C259 


GenBank Accession No. U35023 for A Corynebacterium glutamicum gene encoding a two- 
domain protein similar to biotin carboxylases and biotin-carboxyl-carrier proteins, Jager, W. et 
al. 01/16/97 








C260 


GenBank Accession No. U43535 for A Corynebacterium glutamicum gene conferring 
multidrug resistance in the heterologous host Escherichia coli, Jager, W. et al, 04/09/97 








C261 


GenBank Accession No. U43536 for Corynebacterium glutamicum, Jaeger, W. et al, 03/13/97 








C262 


GenBank Accession No. U53587 for Utilization of IS1207 for insertional mutagenesis in 
Corynebacteria. Bonamy, C. et al, 05/06/96 








C263 


GenBank Accession No, U89648 for Corynebacterium glutamicum, Kim, S.Y. et al, 03/30/99 








C264 


GenBank Accession No. X04960 for complete nucleotide and deduced amino acid sequences 
of the Brevibacterium lactofermentum tryptophan operon, Matsui, K. et al, 04/18/05 








C265 


GenBank Accession No. X07563 for Nucleotide sequence of the lysA gene of 
Corynebacterium glutamicum and possible mechanisms for modulation of its expression, Yeh, 
P. etal, 04/18/05 






V 


C266 


GenBank Accession No. X14234 for The phosphoenolpyruvate carboxylase gene of 
Corynebacterium glutamicum: molecular cloning, nucleotide sequence, and expression, 
Eikmanns, B.J. et al, 04/18/05 






Examiner 
Signature 



Date 

Considered 



PTO/SB/08a/b (07-05) 
Approved for use through 07/31/2006. OMB 0851-0031 
U.S. Patent and Trademark Office; U.S. DEPARTMENT OF COMMERCE 
Under the Paperwork Reduction Act of 1995, no persons are required to respond to a collection of information unless It contains a valid OMB control number. 



Substitute for form 1449A/B/PTO 

INFORMATION DISCLOSURE 
STATEMENT BY APPLICANT 

(Use as many sheets as necessary) 


Complete If Known 


Application Number 


10/721922-Conf. #5830 


Filing Date 


November 24, 2003 


First Named Inventor 


Markus POMPEJUS 


Art Unit 


1635 


Examiner Name 


Jane Zara 


Sheet 15 of 19 


Attorney Docket Number 


BGI-132CPCN 





C267 


GenBank Accession No. X17313 for Molecular cloning, nucleotide sequence and fine- 
structural analysis of teh Corynebacterium gtutamicum fda gene: structural comparison of C. 

nliitamiriim fmrtn^p-1 fi-hinhn^nhafp AlrinlAQp to rla<5<5 I And II fllrinla*ip^ von dpr 

Osten, C.H. et al, 04/18/05 








C268 


GenBank Accession No. X53993 for Nucleotide sequence of the dapA gene from 
v» o ry n© Da cien urn yiuianiicuiii, Duniiabom, o. ci a\, io/uj 








C269 


GenBank Accession No. X54223 for DNA sequence homology between att B-related sites of 

Cory Mcudoicf lUiii uipiuiieiidu, ouiyncuav*u?nuin uiuwano, v^uryncuauiciiuiii ijiuiaiiuuum, aiiu 

the attP site of lambda-corynephage, Cianciotto, N. et al, 12/17/92 . 








C270 


GenBank Accession No. X54740 for Nucleotide sequence and organization of the upstream 
region of the Corynebacterium glutamicum lysA gene, Marcel, T. et al. 04/18/05 








C271 


GenBank Accession no. aoosKM tor Nucleotide sequence or tne uoryneDacienum giuiamicum 
trpE gene, Heerv, D.M. et al. 04/1 8/05 








C272 


GenBank Accession No. X56037 for The molecular structure of the Corynebacterium 
qiutamicum tnreonine symnase gene, nan, i\.o. ei ai, iwno/uo 








C273 


GenBank Accession No. X56075 for DNA sequence homology between att B-related sites of 
COryneDacienum uipninenae, ^oryneoacierium uicerans, ooryneoacienum giuiamicum, aiiu 
the attP site of lambda-corynephage, Cianciotto, N. et al, 12/17/92 








C274 


uenbanK Accession no. ad/zzd tor ASpanoKinase genes iysu aipna ana ivsu oeia overlap 
and are adjacent to the aspartate beta-semialdehyde dehydrogenase gene asd 
ooryneoacienurn giuiamicum, rvaiinowsKi, j. ei di, v*w io/uo 








C275 


GenBank Accession No. X59403 for Identification, sequence analysis, and expression of a 
ooryneDactenum giuiamicum gene cluster encoaing me mree giycoiyiic enzymes 
glyceraldehyde-3-phosphate dehydrogenase, 3-phosphoglycerate kinase, and 
triosephosphate isomerase, Eikmanns, B.J. et al, 04/18/05 










oenoanK Accession no. Aoy**u*t, Dormann, crv ei ai, rvioiecuiar analysis ui ine 
Corynebacterium glutamicum gbh gene encoding glutamate dehydrogenase," Mol Microbiol., 
Vol. 6(3):31 7-326 (1992). 04/18/05 










^anRonl Arroccinn Mn yfin*^19 fnr Mrklon ilar analucic nf tho Pnn/nphartprii im nlutamin im 
UcnDalln r\vCo*>blUn INO. AUUO 1 c IUI IVIUiClvUlal allaiyola UI U1C uUl y I ICUaOltZl HJI 1 1 yiUlalMIUUH l 

lysl gene involved in lysine uptake, Seep-Feldhaus, A.H. et al, 01/30/92 








C278 


GenBank Accession No. X66078 for Cloning and nucleotide sequence of the cspl gene 
encoding PS1 , one of the two major secreted proteins of Corynebacterium glutamicum: the 
deduced N-terminal region of PS1 is similar to the Mycobacterium antigen 85 complex, Joliff, 
G. et al, 06/30/93 








C279 


GenBank Accession No. X66112, Eikmanns, B.J. et al, "Nucleotide sequence, expression and 
transcriptional analysis of the Corynebacterium glutamicum gltA gene encoding citrate 
synthase," Microbiology, Vol, 140(pt. 8):1817-1828 (1994), 04/18/05 








C280 


GenBank Accession No. X67737 for Corynebacterium glutamicum, Eikmanns, B.J. et al, 
04/18/05 








C281 


GenBank Accession No. X69103 for Characterization of the cspB gene encoding PS2, an 
ordered surface-layer protein in Corynebacterium glutamicum, Peyret, J.L et al, 09/09/04 








C282 


GenBank Accession No. X69104 for Identification of IS1206, a Corynebacterium glutamicum 
IS3-related insertion sequence and phylogenetic analysis, Bonamy, C. et al, 09/09/04 








C283 


GenBank Accession No. X70584 for In vivo comparison of zidovudine resistance mutations in 
blood and CSF of HIV-1 -infected patients, Wildemann, B. et al, 08/06/95 








C284 


GenBank Accession No. X70959 for Leucine synthesis in Corynebacterium glutamicum: 
enzyme activities, structure of teuA, and effect of leuA inactivation on lysine synthesis, Patek, 
M. et al, 09/09/04 






C285 


GenBank Accession No. X71489 for Cloning, sequence analysis, expression, and inactivation 
of the Corynebacterium glutamicum icd gene encoding isocitrate dehydrogenase and 
biochemical characterization of the enzyme, Eikmanns, B.J. et al, 04/18/05 




Examiner 
Signature 


V\ O Date it \ * ^-s_ 
H, A Considered / f - J- ) ~~° T 



PTO/SB/08a/t> (07-05) 
Approved for use through 07/31/2008. OMB 0651-0031 
U.S. Patent and Trademark Office; U.S. DEPARTMENT OF COMMERCE 



9 

Substitute for form 1 449A/B/PTO 

INFORMATION DISCLOSURE 
STATEMENT BY APPLICANT 

(Use as many sheets as necessary) 


Complete if Known 


Application Number 


1 0/721 922-Conf. #5830 


Filing Date 


November 24, 2003 


First Named Inventor 


Markus POMPEJUS 


Art Unit 


1635 


Examiner Name 


Jane Zara 


Sheet 16 of 19 


Attorney Docket Number 


BGI-132CPCN 





C286 


GenBank Accession No. X72855, Guyonvarch, A. et al, "Glutamate dehydrogenase (gdhA) 
qene." 04/18/05 








OOQ7 


oentJanK Accession INO. Ar OvOO lor m sequence irorn a irypiupndn-nyperpiuuuuriy budiri ui 
Corynebacterium glutamicum encoding resistance to 5-methyltryptophan, Heery, D.M. et al, 

OR/1 MQA 








C288 


GenBank Accession No. X75085 for Construction and characterization of recA mutant strains 
of Corynebacterium glutamicum and Brevi bacterium lactofermentum, Fitzpatrick, R. et al, 
\jm i o/uo 








C289 


GenBank Accession No. X75504 for Characterization of the isocitrate lyase gene from 
UOryneDacienum giuiarnicurn anu uiucnenuixzi diiaiy&io ui ine en^yinc, rveinbuieiu, u.u. ei ai, 
04/18/05 








C290 


GenBank Accession No. X76875 for Phylogenetic relationships of Bacteria based on 
comparative sequence analysis ot elongation laoior i u anu m i n-byruneibc ueid-buuuiiH yeneo, 
Ludwig. W. et al. 10/27/94 








C291 


GenBank Accession No. X77034 for Phylogenetic relationships of Bacteria based on 
Ludwig, W.etal, 04/18/05 










r^anDank Arraeeinn KJft V77QP^ fnr KlllHpotiHp CPDIIPnrA Cii a TPcA nRIIR frnm 

oenoaniN Mccessiun inu. a/ i jo*t iui i^iutricuuuc ocuucui/c ui a icua yono huih 
Corynebacterium glutamicum, Billman-Jacobe, H. et al, 04/18/05 








C293 


GenBank Accession No. X78491 for Malate synthase from Corynebacterium glutamicum: 
sequence analysis of the gene and biochemical characterization of the enzyme, Reinscheid, 
u.j. ei ai, u**/ lo/uo 








C294 


GenBank Accession No. X80629 for Phylogenetic analysis of the genera Rhodococcus and 
Norcardia and evidence for the evolutionary origin of the genus Nocardia from within the 
raoianon or rcnooococcus species, r\ainey, r.M. ei di, u*t/u i/u*t 








C295 


GenBank Accession No. X81 191 for Structure of the gtuABCD cluster encoding the glutamate 

nntatrp Q\/Qtpm nf Pnrvnphariprium nlutamieum Kronemever W et al 04/18/05 








C296 


GenBank Accession No. X81379, Wehrmann, A. et al, "Analysis of different DNA fragments of 
Corynebacterium glutamicum complementing dapE of Escherichia coli," Microbiology, 
Vol.140(pt. 12):3349-3356 (1994), 02/25/03 








C297 


GenBank Accession No. X82061 for Phylogeny of the genus Corynebacterium deduced from 
analysis of small-subunit ribosomal DNA sequences, Ruimy. R. et al, 1 1/10/95 








C298 


GenBank Accession No. X82928 for Multicopy suppression by asd gene and osmotic stress- 
dependent complementation by heterologous proA in proA mutants, Serebrijski, I. et al, 
04/18/05 




1 




C299 


GenBank Accession No. X82929 for Multicopy suppression by asd gene and osmotic stress- 
dependent complementation by heterologous proA in proA mutants, Serebrijski, I. et al, 
04/18/05 








C300 


GenBank Accession No. X84257 for Phylogenetic analysis of the genus Corynebacterium 
based on 16S rRNA gene sequences, Pascual, C. et al, 01/09/04 








C301 


GenBank Accession No. X85965, Wehrmann, A. et al, "Functional analysis of sequences 
adjacent to dapE of Corynebacterium glutamicum reveals the presence of aroP, which 
encodes the aromatic amino acid transporter," J. Bacterid., Vol. 177(20):5991-5993 (1995), 
11/30/97 








C302 


GenBank Accession No. X86157, Sakanyan, V. et al, "Genes and enzymes of the acetyl cycle 
of arginine biosynthesis in Corynebacterium glutamicum: enzyme evolution in the early steps 
of the arqinine pathway," Microbiology, Vol. 142(Pt. 1):99-108 (1996), 04/18/05 






/ 


C303 


GenBank Accession No. X86780 for The biosynthetic gene cluster for the polyketide 
immunosuppressant rapamycin, Schwecke, T. et al, 04/18/05 





Examiner 
Signature 



Date 

Considered 



PTO/SB/08a/b (07-05) 
Approved for use through 07/31/2008. OMB 0651-0031 
U.S. Patent and Trademark Office; U.S. DEPARTMENT OF COMMERCE 
Under the Paperwork Reduction Act of 1995. no persons are required to respond to a coflecttoo of Information unless it contains a valid OMB control number. 



Substitute tor form 1449A/B/PTO 

INFORMATION DISCLOSURE 
STATEMENT BY APPLICANT 

(Use as many sheets as necessary) 


Complete If Known 


Application Number 


10/721922-Conf. #5830 


Filing Date 


November 24, 2003 


First Named Inventor 


Markus POMPEJUS 


Art Unit 


1635 


Examiner Name 


Jane Zara 


Sheet 17 of 19 


Attorney Docket Number 


BGI-132CPCN 





C304 


GenBank Accession No. X89084 for Cloning, sequence analysis, expression and inactivation 
of the Corynebacterium glutamicum pta-ack operon encoding phosphotransacetylase and 
acetate kinase. Reinscheid, D.J. et al, 04/18/05 








C305 


GenBank Accession No. X89850 for Genetic characterization of site-specific integration 
functions of phi AAU2 infecting TVrthrobacter aureus' C70, Le Marrec, C. et al, 08/08/96 








C306 


GenBank Accession No. X90356 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 11/04/96 








C307 


GenBank Accession No. X90357 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








C308 


GenBank Accession No. X90358 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 










f^anRank ArcAQQinn Kin x*Qm*>Q fnr PrnmnlprQ from nftrvnphartprium nlutaminiirrv rJoninf) 

molecular analysis and search for a consensus motif, Patek, M. et al, 11/04/96 








C310 


GenBank Accession No. X90360 for Promoters from Corynebacterium glutamicum: cloning, 

mnlonular analucic anH coarrh fnr a rnnconci iq mntif Patok M Pt fll 1 1/fVd/Qfi 
HlUlcUUIaf dilaiyolo allU aCalLril IUI a lAJIIoClloua mum, raici\, ivi. ci ai, i iivtijv 








C311 


GenBank Accession No. X90361 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 11/04/96 










^onQanb Ar>r>o<bc!r*n Kin VOfTV^O fnr Prnmntorc frnm Pnivnphartpritim nh*tarnir*i im* flnninn 
vjcDDanK MCCobSIOn l>IU. A9U004 TOT rruiTIUlcIo IIUIil V^Uiyt icUdOlcMUni yiuidliiiuuin* uUMiiiy, 

molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








UOIO 


^onDonb A^aeeinn Mn YQO ^ A fnr Prrtmnforc from Pnn/nohaHoril im nil it am IP I im* plnnino 

oenoanK Accession ino. a*iu»>o»5 tot r roinoier© irom ooiyncoacwriuiii yiuiaiiiiiruiii. uumh iy, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








C314 


GenBank Accession No. X90364 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








r**rM e 


oenbanK Accession no. Ayuooo ior rromoiers rrom uoryneoacienum giuiamicum. cjoning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 11/04/96 








UolO 


(~1 onDinl 1 A <«f»aeel<Mt Kin YQfi^fifi fnr Drnmntare frnm Prtn/nohartorii im oil itamir*um* nl n n Inn 

uendanK Accession ino. Ayuooo ior nrornoiera ttotti v^urynoDdi»ieriurTi yiuidnii^urii, uuniny, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








C317 


GenBank Accession No. X90367 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al f 1 1/04/96 








C318 


GenBank Accession No. X90368 for Promoters from Corynebacterium glutamicum: cloning, 
molecular analysis and search for a consensus motif, Patek, M. et al, 1 1/04/96 








C319 


GenBank Accession No. X93513, Siewe, R.M. et al, "Functional and genetic characterization 
of the (methyl)ammonium uptake carrier of Corynebacterium glutamicum," J. Biol. Chem., Vol. 
271(10):5398-5403 (1996), 05/29/96 








C320 


GenBank Accession No. X93514 for Isolation, characterization, and expression of the 
Corynebacterium glutamicum betP gene, encoding the transport system for the compatible 
solute glycine betaine, Peter, H. et al, 09/08/97 








C321 


GenBank Accession No. X95649 for Identification and transcriptional analysis of the dapB- 
ORF2-dapA-ORF4 operon of Corynebacterium glutamicum, encoding two enzymes involved in 
L-lysine synthesis, Patek, M. et al, 12/21/00 








C322 


GenBank Accession No. X96471 for A new type of transporter with a new type of cellular 
function: L-lysine export from Corynebacterium glutamicum, Vrljic, M. et al, 04/18/05 






I 


C323 


GenBank Accession No. X96580, Sahm, H. et al, "D-Pantothenate synthesis in 
Corynebacterium glutamicum and use of panBC and genes encoding L-valine synthesis for D- 
pantothenate overproduction," Appl. Environ. Microbiol., Vol. 65(5): 1973-1 979 (1999), 
04/18/05 








C324 


GenBank Accession No. X96962 for Utilisation of IS1207 for insertional mutagenesis in 
Corynbacteria. Bonamy, C. et al, 07/07/02 





Examiner 
Signature 



Date 

Considered 



PTO/SB/08a/b (07-05) 
Approved for use through 07/31/2008. OMB 0851-0031 
U.S. Patent and Trademark Office; U.S. DEPARTMENT OF COMMERCE 
Under the Paperwork Reduction Act of 1 995, no persons are required to respond to a collection of information unless a contains a valid OMB control number. 



Substitute for form 1449A/B/PTO 

INFORMATION DISCLOSURE 
STATEMENT BY APPLICANT 

(Use as many sheets as necessary) 


Complete if Known 


Application Number 


10/721922-Conf. #5830 


Filing Date 


November 24, 2003 


First Named Inventor 


Markus POMPEJUS 


Art Unit 


1635 


Examiner Name 


Jane Zara 


Sheet 18 of 19 


Attorney Docket Number 


BGI-132CPCN 





C325 

/ 


GenBank Accession No. X99289 for Cloning, sequencing and expression of the gene 
encoding elongation factor P in the ami no-acid producer Brevibacterium lactofermentum 
(Corynebacterium glutamicum ATCC 13869), Ramos, A. et al, 09/09/04 








C326 


GenBank Accession No. Y00140 for Nucleotide sequence of the homoserine kinase (thr B) 

npna /\f Rrp\/iKar*torii im lar*tnfprmpnti im Matpnc I M ot al nQ/19/Q*^ 

yCllC \Jl DICVIUOvlvl IUII 1 loLflUlCI 1 1 ICI HUI 1 1, IVICHGvO, l_ . IVI . Ol al, SJ%Jf 








C327 


GenBank Accession No. Y00151 for Nucleotide sequence of the meso-diaminopimelate D- 

riphvrirnnpna^p npnp from fiorvnpharfprinm nlutamirum l^hino S pt al 0Q/12/Q3 








C328 


GenBank Accession No. Y00476 for Nucleotide sequence of the homoserine dehydrogenase 

fthr npne of Brpvi bacterium lactoferrnpntum Mateos L M et al OS/05/93 

\\9 II / l J %J(#I 16 VI UlVflwOwkwIIUIII IhwIWI CI 1 1 ICI HUI 1 1, IVIQlCWtf) I^.IVI. \* I CJ 1 1 Vwlwwiww 








C329 


GenBank Accession No. Y00546 for Nucleotide sequence and fine structural analysis of the 

rnrvnphariprii im nh rtamim im hnm-lhrR onprnn PpnnleQ O P Pt al 

UUI y 1 ICUdUlCI IUI II UJIUICU 1 llvUI 11 IIUIII 11 II D UpCI UM| rCU^IC9| W.i • CI al, \J*jI \£J\J\J 








C330 


GenBank Accession No. Y08964 for Identification, characterization, and chromosomal 

nmani>atirtn nf thp ftc7 nona frnm Rrov/ihartorii im ladnfprmpntiim Mnnrnhia MP pt al 
ui yaiii«.<iuuii vii ui» ii&t. yciic iiuin DicviuavLcuuiii laviuici iiici iiuiii, nuiuuvia, ivi.i . 01 en, 

04/18/05 








C331 


GenBank Accession No. Y09163 for Isolation of the putP gene of Corynebacterium 

oh itamiri im anH r^haraftorivafirtn nf a Intu affirtiKi unfair o cuctom fr\r pnmnatihlo crtliifoc Do tor 

giuiarnicurri ano cnaracienzdiiun 01 a iuw-aniniiy upiarvt; oyoitJiii iui uunipduuit? auiuicb, r eier, 

H.etal, 09/08/97 








C332 


GenBank Accession No. Y09548 for Pyruvate carboxylase from Corynebacterium glutamicum: 
characterization exore<;<*ion and inacti vation of the dvc oene Peters-Wendisch P G et al 
04/18/05 








C333 


GenBank Accession No. Y09578 for Analysis of the leuB gene from Corynebacterium 

nil ita mir*i im PatdW M ot al f\A H P/fiA 








C334 


GenBank Accession No. Y12472 for Site-specific integration of corynephage phi 16: the 
construction 01 an integration vector, ivioreau, o. ei ai, uo/uo/yy 








C335 


GenBank Accession No. Y12537 for Corynebacterium glutamicum is equipped with four 
^pcondarv carripns for comoatihle solutes* identification seouencina and characterization of 

ockA/i iviai j vol iiciv ivi wiiivaiiMiv oviulvu. iuvi iinivaiivi i| vvx^uoi iuii ciiiv vi wi owivi i^wuvi i vi 

the proline/grycine betaine carrier, EctP, Peter, H. et al, 11/17/98 








C336 


GenBank Accession No. Y13221 for Isolation of the Corynebacterium glutamicum glnA gene 
encoding glutamine synthetase I, Jakoby, M. et al, 08/28/97 








C337 


GenBank Accession No. Y13627 for Identification of novel intergenic repetitive units in a 
mycobacterial two-component system operon, Supply, P. et al, 04/18/05 








C338 


GenBank Accession No. Y16642 for Corynebacterium glutamicum, Schwinde, J. et al, 
04/18/05 








C339 


GenBank Accession No. Y18059 for Analysis of the integration functions of phi304L: an 
integrase module among corynephages, Moreau, S. et al, 09/29/99 








C340 


GenBank Accession No. Z21501 for A gene encoding arginyMRNA synthetase is located in 
the upstream region of the lysA gene in Brevibacterium lactofermentum: regulation of argS- 
lysA cluster expression by arginine, Oguiza, J.A. et al, 04/18/05 








C341 


GenBank Accession No. Z21502 for A cluster of three genes (dapA, orf2, and dapB) 
Brevibacterium tartofermentum encodes dihydrodipicolinate synthase, dihydrodipicolinate 
reductase, and a third polypeptide of unknown function, Pisabarro, A. et al, 08/16/93 








C342 


GenBank Accession No. Z29563 for Analysis and expression of the thrC gene of 
Brevibacterium lactofermentum and characterization of the encoded threonine synthase, 
Malumbres, M. et al, 04/1 8/05 




vl 




C343 


GenBank Accession No. Z46753 for Phylogeny of Corynebacterium glutamicum, Chun, J. et 
al, 11/21/94 








C344 


GenBank Accession No. Z49822 for Multiple sigma factor genes in Brevibacterium 
lactofermentum: characterization of sigA and sigB, Oguiza, J.A. et al, 04/18/05 





Examiner 
Signature 




Date 

Considered 



PTO/SB/08a/b (07-05) 
Approved for use through 07/31/2006. OMB 0651-0031 
U.S. Patent and Trademark Office; U.S. DEPARTMENT OF COMMERCE 
Under the Paperwork Reduction Act of 1995. no persons are required to respond to a coflectton of Information unless it contains a valid OMB control number. 



Substitute for form 1449A/B/PTO 

INFORMATION DISCLOSURE 
STATEMENT BY APPLICANT 

(Use as many sheets as necessary) 


Complete If Known 


Application Number 


107721922-Conf. #5830 


Filing Date 


November 24, 2003 


first Named Inventor 


Markus POMPEJUS 


Art Unit 


1635 


Examiner Name 


Jane Zara 


Sheet 19 of 19 


Attorney Docket Number 


BGI-132CPCN 



2fc 


C345 


GenBank Accession No. Z49823 for The galE gene encoding the UDP-galactose 4-epimerase 
of Brevibacterium lactofermentum is coupled transcriptionally to the dmdR gene, Oguiza, J.A. 

et 31, 04/ lO/UO 








C346 


GenBank Accession No. Z49824 for Multiple sigma factor genes in Brevibacterium 
lactofermentum: characterization of sigA and sigB, Oguiza, J.A. et al, 04/18/05 








C347 


GenBank Accession No, Z66534 for Cloning and characterization of an IS-like element 
present in the genome of Brevibacterium lactofermentum ATCC 13869, Correia, A. et al, 
07/07/02 








C348 


GenBank Accession No. Z77162 for Deciphering the biology of Mycobacterium tuberculosis 
from the complete genome sequence, Cole, S.T. et al, 09/02/02 






C349 


GenBank Accession No. Z80226 for Deciphering the biology of Mycobacterium tuberculosis 
from the complete genome sequence, Cole, S.T. et al, 09/02/02 








C350 


GenBank Accession No. Z81368, Cole, S.T. et al, "Deciphering the biology of Mycobacterium 
tuberculosis from the complete genome sequence." Nature. Vol. 393(6685): 537-544 (1998), 
09/02/02 








C351 


GenBank Accession No. Z83866 for Deciphering the biology of Mycobacterium tuberculosis 
from the complete genome sequence, Cole, S.T. et al, 09/02/02 








C352 


GenBank Accession No. Z98209, Cole, S.T. et al, "Deciphering the biology of Mycobacterium 
tuberculosis from the complete genome sequence," Nature, Vol. 393(6685): 537-544 (1998), 
08/03/01 








C353 


GenBank Accession No. AB015023 for A murC gene from coryneform bacteria. Wachi, M. et 
al.. 02/06/1999 








C354 


GenBank Accession No. Y08964, Honrubia, M.P.et al., "Identification, characterization, and 
chromosomal organization of the ffcsZ gene from Brevibacterium lacctofermentum," Mol. Gen. 
Genet., Vol. 259(1):97-104 (1998) 10/08/1998 








C355* 


GenBank Accession No. AB003132 for Cloning, sequencing, and characterization of the ftsZ 
gene from coryneform bacteria, Kobayashi, M. et al., 04/15/1997 






'C356* 


GenBank Accession No. AB015023 for A murC gene from coryneform bacteria, Wachi, M. et 
al., 05/27/1 998 





* EXAMINER: Initial if reference considered, whether or not citation Is in conformance with MPEP 609. Draw line through citation if not In conformance and not 
considered, include copy of this form with next communication to applicant. 

'Applicant unique citation designation number (optional). 'Applicant is to place a check marie here if English language Translation is attached. 



I Examiner 
I Signature 




Date 

Considered 



